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M. xenopi, M. nonchromogenicum, M. terrae, M. rriviale, M.
Jortuitum, M.chelonae, M.abscessus, M. peregrinum 42 18
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Table Characteristics of our clinical isolate and reference strains
M. marinum M. wicerans M_shinshuense  Clinical isolate

ATCC927 ATCC19423 ATCC33728 733
Growth Rate S days 6 weeks 2 weeks 2 weeks
Growth at 37°C + (weak) - - R
Growth a1 28°C + + + +
Rough colonies Smooth Rough "Smooth Smooth
Photochromogen Photochromogen Nonphotochromogen Scotochromogen Scotochromogen
Colour of colony Yellowish Grayish white Yellowish Yellowish
Resistance to ethambutol, 5 pg/m! S S R R
Resistance to rifampicin, 25 gg/ml S S S S
Resistance to isoniazid, 10 zg/m! S R S S

DNA-DNA Hybridization (DDH)
Urcase

Niacin test (28°C)

Arylsulfarase 3 days
Arylsulfatase 14 days

M. marinum

M._marinum M.marinum

S: Sensitive R: Resistance

shinshuense: ATCC 33728 £ 98.51% P — A TIN5 D3
B ZEETH D EHE SN

[F] L 165 fRNAE T 2 5 4% Portaels & M H ETliiEL
B2 7Y @ 1248 @ position IZ M. marinum iz A {(adenine), M.
), M. shinshuense |2 G, EBIZG
Tdh -7z 1289 @ position {2 B WT M. marinum i A, M.
ulcerans iz C (cytosine), M.shinshuense (i G, &I G
Thot. TOFEIDL > THEEIKT M shinshuense &
AEEhi,

rpoB i TIZ ¥R 75312 M. marinum: ATCC927 & 993
%, M. uwlcerans: ATCC 19423 & 99.3%, M. shinshuense:
ATCC33728 299.7% & 0 D, 0% LOEERT D
—HTEBERETLIOAETIRRETE 2 h o7

EEECIIREERE TN EB I TH A BF
FEEE M.omarimen it S HE, M uwicerans \3IEEIZ2HH
Z<L 6 M A H o e M shinshuense » B2 288
Thol: EWREEIT4HE SIIITCTIIEHET, 28
TCCHERLEFTZRLA, 250IX26EE M marinum
BEAZETLRIOU=Z—HFHEIIHET S Photo-
chromogen, M.ulceransiZHiZME % { % L % v Non-
photochromogen, M. shinshuense = BAEMRIEEFTEI R T
T =—i2FEAR SRS Scotochromogen Th o 720 4
{EZERYEA TIX, M marinwm 1 Urease K 82 R B2 BB 1%,
FAT TR MEtE (8TEERER), TINVANVT 7
¥ —EIE T Mulcerans, M.shinshuenseir S5075 2 &
AT &z, Moulcerans & EB 5 pg/ml B4k, INH 10 zg/m!
WitE, M. shinshuenseid EB 5 pg/mi THE, INH 10 po/mi X%
HETH-,

rpoB Myco-ID Tid, 105, 70, 60, 45, 40bp @ /i F
A% Mulcerans, M.shinshuense TiR¥ S, BiRETI
BIMREEE Msp I TYBFLAcL &, SHhGHAIZI180bpis

ulcerans {3 G (gueninc

Fig. rpoB Myco-ID analysis of M. ulcerans (ATCC
19423), M. shinshuense (ATCC 33728) and clinical
isolate 753,

Lane M: size marker, Lane 1, +4: M. ulcerans (ATCC19423),
Lane 2, §: M.shinshuense (ATCC 33728), Lane 3, 6: Clini-
cal isolate {753), Lane 1,2, 3: digestion with Msp [, Lane 3,
5, 6: digestion with Hae 111
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BERH S Z LS, HEHD rpoB MycoID 12 & 285
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OEWHRBEIN, 58, X6IULBAT 24BN S 5.
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A, ERICEVIRELE20%T, M, M, BF, V>
SAEIIEFENBDON Lo, COZERD,
M. shinshuense D FFE R EW LS X h 2, 5%,
M. shinshuense DT ENIF T HRIC %, GEMIoH{~Z L
E¥Hb.
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Original Article

MYCOBACTERIUM SHINSHUENSE ISOLATED FROM CUTANEOUS ULCER LESION OF
RIGHT LOWER EXTREMITY IN A 37-YEAR-OLD WOMAN

"Yuko KAZUML 'Koji OHTOMO, "Mitsuyoshi TAKAHASHI, 'Satoshi MITARAI,
'lsamu SUGAWARA, *Junko IZUML, *Akiko ANDOH, and *Hidehiro HASEGAWA

Abstract [Purposc] Second clinical infection case of Myco-
bacterium shinshuense was presented, we tried the identifi-
cation of M. shinshuense that is isolated from skin.

[Object] Mycobacteria species isolated from cutaneous
ulcer lesion of right lower extremity in & 37-year-old woman.

[Method] Identification by DNA-DNA Hybridization, 168
rRNA and rpoB method as genomic level and conventional
method.

[Result] It did not grow on 1% Ogawa's slant medium at
both 37°C and 42°C, bur grew at 28°C. It formed yellowish
colonies in the dark. It was difficult to distinguish M. shinshu-
ense from M. ulcerans and M. marinum by DNA-DNA hybrid-
ization (DDH) and DNA sequencing. To identify that it is M.
shinshuense, growth rate, temperature range of mycobacterial
growth, light coloration reaction, biochemical and biclogical
tests, and drug susceptibility testing were further explored.
Finally it was identified as M. shinshuense based on these
results.

[Consideration] For Mycobacteria species which grow 2
weeks after inoculation at 28°C, and which is identified as
M.marinum by DDH method, it is necessary to identify with
sequence and conventional method.

Key words: Mycobacterium shinshuense, Skin ulcer, DDH,
16S rRNA method, 7peB gene
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